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Point mutations of the human parathyroid calcium receptor gene are
not responsible for non-suppressible renal hyperparathyroidism. The
calcium-dependent secretion of parathyroid hormone (PTH) is mediated
through an extracellular G protein-coupled calcium receptor (CaR).
Inactivating point mutations of this receptor have been found in familial
hypocalciuric hypercalcemia and neonatal severe hyperparathyroidism.
These diseases feature a decreased calcium sensitivity of the parathyroid
glands, resulting in a rightward shift of the Ca21-PTH relationship. Severe,
non-suppressible renal hyperparathyroidism (rHPT) is often characterized
by similar setpoint shifts to the right. Thus, point mutations of the CaR
gene could contribute to non-suppressible rHPT. We examined genomic
DNA of hyperplastic or mainly nodular tissues of 39 parathyroids from 25
rHPT-patients with resistance to calcitriol therapy. Amplification of the six
exons of the CaR gene was followed by single-strand conformation
polymorphism (SSCP) analysis. DNA sequencing was performed where
band shifts were observed. No point mutations in the coding sequence of
the CaR gene were detected using the PCR-SSCP strategy. Point muta-
tions in the coding regions of the CaR gene probably play no role in the
evolution of renal HPT and are not responsible for the calcitriol resistance
of PTH secretion.
The blood level of parathyroid hormone (PTH) is tightly
regulated by 1,25(OH)2D3 (calcitriol) and extracellular calcium.
Calcitriol acts directly on the parathyroids by suppression of PTH
gene transcription [1–5] and indirectly by increasing the plasma
Ca21 concentration, while the plasma calcium determines the
minute-to-minute secretion of PTH by the parathyroid glands.
The relationship between Ca21 and PTH can be expressed by an
inverse sigmoidal curve [6–8], wherein the setpoint of PTH
secretion is defined as the calcium concentration at which PTH
secretion is suppressed to the midpoint of the curve (that is, Ca21
at (PTHmax 1 PTHmin)/2).
In early renal failure secondary (renal) hyperparathyroidism
(rHPT) evolves as a compensation for the decreased capacity of
the kidneys to synthesize 1,25(OH)2D3. Without effective sup-
pression through calcitriol upon PTH expression and cellular
proliferation [9], and under the driving force of hypocalcemia,
large amounts of PTH are secreted by the hyperplastic parathy-
roids.
In advanced hyperparathyroidism, active vitamin D metabolites
are applied in high doses to suppress parathyroid growth and PTH
secretion. However, in the course of rHPT the parathyroids
frequently escape suppression by calcitriol (“calcitriol resis-
tance”), since hypercalcemia and hyperphosphatemia limit the use
of vitamin D. These patients have to undergo surgery. The basis of
calcitriol resistance is not yet clear: it could be due to increased
parathyroid mass, reduced focal vitamin D receptor (VDR)
concentration [10, 11], altered calcium sensitivity, altered down-
stream transmission of the calcium signal, occurrence of mono-
clonal growth [12, 13], or a combination of these factors.
Non-suppressible rHPT patients often show a rightward shift of
the calcium setpoint and a slighter slope [6–8], indicating abnor-
mal calcium-sensing. Calcium-sensing of the parathyroids is me-
diated by the G protein-coupled calcium receptor (CaR) [14, 15].
The predicted 120 kDa protein consists of a large extracellular
N-terminal domain, seven transmembrane helices and an intra-
cellular C-terminal domain with several phosphorylation sites.
After ligand binding via G-protein modulation the CaR activates
two major second messenger systems (cAMP and IP3) [reviewed
in 16–18]. The signal pathway involving IP3 leads to the release of
Ca21 from intracellular stores. A short-term effect of increasing
extracellular Ca21 concentration is the suppression of exocytosis
of stored PTH from secretory granules [8]. A long-term effect is
the repression of PTH gene transcription [reviewed in [19]].
Mutations of the human parathyroid CaR gene have been found
in diseases showing an altered calcium setpoint of PTH secretion.
In familial hypocalciuric hypercalcemia (FHH) and neonatal
severe hyperparathyroidism (NSHPT), inactivating point muta-
tions of the CaR gene cause a decreased calcium sensitivity
[20–22]. In autosomal dominant hypocalcemia, a gain of function
mutation of the CaR gene decreases the calcium setpoint of PTH
secretion [23].
The physiological similarities between FHH and rHPT
prompted us to examine whether point mutations of the human
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parathyroid CaR gene give rise to non-suppressible rHPT in at
least some patients. Thus, we screened the coding regions of the
CaR gene for mutations using single-strand conformation poly-
morphism (SSCP) analysis [24, 25].
METHODS
Patients and tissues
We obtained 39 single parathyroids from 25 patients (16
females, 9 males) with rHPT and the corresponding blood. All
rHPT patients had been clinically characterized as non-suppress-
ible with standard therapy (Fig. 1) and underwent surgical treat-
ment (Table 1). Some patients (numbers 9, 12, 13, 15, 17, 20, 25)
merely had secondary hyerparathyroidism. They were not hyper-
calcemic, however, a parathyroidectomy (PTX) was scheduled by
the treating nephrologists because of uncontrolled hyperphos-
phatemia. The tissues were histologically defined as mainly hyper-
plastic, micronodular or nodular. For comparison we analyzed
one autotransplant with recurrent hyperparathyroidism from a
female with juvenile primary hyperparathyroidism (pHPT) and
one gland from a male with parathyroid carcinoma. Positive
controls with known point mutations of the CaR were unavailable.
Isolation of DNA
Genomic DNA was isolated from single parathyroid glands
using TRIzol reagent (Gibco BRL, Eggenstein, Germany) [26] or
proteinase K treatment. Total DNA from whole blood was
purified with the QIAamp Blood Kit (Qiagen, Hilden, Germany).
Polymerase chain reaction
The six exons of the human CaR gene were amplified from
genomic DNA using 10 previously described primer pairs [20].
For the amplification of exon 6 area D two new primers, 6DR2
(59-TCTGGCCGCTGGTCTCCACC-39) and 6DF2 (59-AAACG-
GACTTAGATCTG-ACC-39), were used in combination with the
sense-primer 6DF (product 6D1) and the antisense-primer 6DR
(product 6D2), respectively [20]. The polymerase chain reaction
(PCR) was performed in a 50 ml reaction under standard condi-
tions [5 minutes pre-denaturation at 95°C; 35 cycles of 40 seconds
denaturation at 95°C, 90 seconds of annealing at 50°C (exon 6D2),
60°C (exons 2, 3B, 6A and 6D1), 64°C (exons 1 and 4), 65°C
(exons 3A and 6B), 68°C (exon 6C) and 69°C (exons 5 and 6D),
respectively, two minutes elongation at 72°C; finally seven minutes
at 72°C] using SuperTaq DNA polymerase (MoBiTec, Go¨ttingen,
Germany). Since SSCP is more sensitive with smaller fragments,
four amplification products were digested with restriction en-
zymes (exon 3 part A and B with EcoRV, exon 6 part B with BglI,
exon 6 part D with PstI) before SSCP analysis. Restriction was
carried out with 7 ml PCR product in a total volume of 10 ml under
the conditions recommended by the suppliers.
Single-strand conformation polymorphism analysis
Volumes of 2.5 to 3.5 ml PCR product and 5 ml of the digested
PCR product were analyzed on a vertical native gel using 0.53
concentrated mutation detection enhancement (MDE) gel matrix
(Biozym, Hess. Oldendorf, Germany) containing 5% glycerol.
Prior to loading, the samples were denatured for 10 minutes at
95°C in a formamide loading buffer (95% formamide, 5% glyc-
erol, 10 mM EDTA, 0.25% bromophenol blue, 0.25% xylencyanol
FF) and cooled to 4°C. Single-strand conformation polymorphism
(SSCP) was carried out for 16 hours at 2 Watts and 10°C. For the
PCR product of exon 6D1 we used electrophoresis temperatures
of 10°C and 17°C. The bands were detected by silver staining [27].
Sequencing
Radioactive (35S-dATP) sequencing of the PCR products was
performed using PCR primer and the “Sequenase PCR product
sequencing kit” (Amersham USB, Braunschweig, Germany). Five
microliters of PCR product were directly applied to the sequenc-
ing reaction. The sequencing of the PCR product of exon 6D1 was
performed with an automatic sequencer (ABI Prism 310 Genetic
Analyzer; Perkin Elmer, Weiterstadt, Germany) using the “Dye
Terminator Cycle Sequencing Kit” (Perkin Elmer).
RESULTS
We screened 39 parathyroid glands and corresponding blood
from 25 patients with non-suppressible rHPT, one recurrent
hyperparathyroidism in an autograft from a female, and one
parathyroid carcinoma for point mutations in the coding region of
their parathyroid calcium-sensing receptor gene. The 10 amplifi-
cation products enclosing the coding region of the CaR gene
(exons 1, 2, 3A, 3B, 4, 5, 6A-D) were analyzed by SSCP. After
denaturation of the PCR products, the single strands were
separated on a native gel. With this method point mutations
should be visible as band shifts of the single strands.
The amplification product of exon 5, containing flanking intron
sequences on both sides of the coding region, exhibited three
different band patterns in the SSCP analysis (Fig. 2). Pattern I
occurred in 56% (14 of 25) of the rHPT-patients, pattern II in 8%
(2 of 25) and pattern III in 36% (9 of 25). The recurrent pHPT
autograft exhibited pattern III and the parathyroid carcinoma
pattern I. The sequence analysis of two probes of each pattern
showed no alterations in the coding region of the probes, except
in the 59 flanking intron (intron 4). At position 288 (in relation to
Fig. 1. Ionized calcium-parathyroid hormone (PTH) relationships before
parathyroidectomy in 27 patients. PTH values are depicted logarithmi-
cally (normal range for PTH is 1.1 to 5.8 pmol/liter and for ionized calcium
1.11 to 1.33 mmol/liter).
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the intron 4/exon 5 splice site) we observed a pattern-dependent
polymorphism: pattern I probes were homozygous for “T”, pat-
tern II probes were homozygous for “C” and pattern III probes
were heterozygous (Fig. 3).
The amplification products containing exons 1, 2, 3 (3A, 3B), 4
and 6 (6A-D) showed no differences in their band patterns. Figure
4 represents a typical SSCP result without band shifts. Although
the occurrence of three polymorphisms in exon 6 part D has been
previously reported [22], we were not able to detect them in the
PstI-digested amplification products of exon 6D in the SSCP. By
using two new primer combinations (6DF/6DR2 and 6DF2/6DR)
two overlapping subfragments of exon 6 part D were amplified
(6D1 including the 3 polymorphisms and 6D2) and analyzed by
SSCP at two different electrophoresis temperatures (10°C and
17°C). Since we did not find conclusive evidence for the occur-
rence of the polymorphisms in 6D1 (only 2 or 3 slightly differing
band patterns), we directly sequenced the 6D1-PCR products of
all patients. We found the polymorphisms in the following allelic
frequencies: at nucleotide position 3330 GCC3TCC (A986S) in
70%, at position 3342 GGG3AGG (G990R) in 93% and at
position 3403 CAG3GAG (Q1100E) in 8%.
DISCUSSION
Advanced severe renal hyperparathyroidism (rHPT) is charac-
terized by an excessive increase of parathyroid mass [28] and
sometimes abnormal calcium sensing [4, 8, 29]. In congenital
diseases with abnormal calcium sensing, nearly 30 different point
mutations of the CaR gene have been detected so far [20–22, 30;
reviewed in 31]. In familial hypocalciuric hypercalcemia (FHH)
and neonatal severe hyperparathyroidism (NSHPT), inactivating
Fig. 2. Single-strand conformation polymorphism (SSCP) analysis of the
amplification products of exon 5 of the parathyroid calcium receptor
(CaR) gene of renal hyperparathyroid (rHPT) patients. This section
shows the three band patterns (I-III) of the PCR product containing exon
5 with its flanking intron sequences. Lanes 1 and 2, patient 8; lanes 3 and
4, patient 7; lanes 5 and 6, patient 1.
Table 1. Clinical characteristics of 27 patients who were parathyroidectomized and screened for mutations of the calcium receptor (CaR)
Patient Initials
Underlying
kidney
disease
Age at
first
dialysis
Age
at
PTX
Months
on
dialysis
at PTX
Renal
replacement
therapy at
PTX
Months
since
RTX
Number
of
previous
PTX
Ionized
Ca mmol/
liter (1.1–
1.3)
PTH
pmol/liter
(1.1–5.8)
histology
Gland 1 Gland 2
1 RK ADPKD 45 54 110 RTX 5.8 — 1.46 78.0 diffuse nodular
2 JT Unknown 36 38 26 HD — — 1.37 69.0 nodular —
3 HB GN 52 52 — uremia — — 1.42 45.3 nodular —
4 AT IN 31 38 80 HD — — 1.22 215.0 micronodular nodular
5 AS Unknown 49 63 172 RTX 10.8 — 1.55 20.9 diffuse nodular
6 UM Unknown 57 62 58 HD — — 1.34 159.5 diffuse nodular
7 KS Renal cancer 50 61 128 HD — 1 1.24 71.0 micronodular —
8 HV GN 47 54 80 HD, PD — — 1.21 37.0 nodular nodular
9 AL SLE 25 39 172 HD — 1 1.17 319.0 diffuse micronodular
10 FM IN 46 47 8 HD — — 1.28 83.2 nodular nodular
11 DG GN 30 37 80 RTX, PD 3.6 — 1.57 15.8 diffuse diffuse
12 EA GN 31 34 39 PD — — 1.17 140.0 diffuse —
13 UH SLE 24 31 89 HD — — 1.17 45.0 diffuse —
14 GK E605 intox. 46 54 98 HD — 2 1.39 176.0 micronodular —
15 MF DM 70 75 54 HD — — 1.08 111.1 nodular nodular
16 JB ADPKD 37 47 116 RTX 5.7 — 1.50 33.5 nodular nodular
17 EW IN 53 60 87 HD — 1 1.04 48.0 diffuse nodular
18 MF Unknown 43 51 89 RTX 6.4 — 1.50 31.6 nodular nodular
19 ES ADPKD 43 49 73 RTX 37.5 — 1.43 22.0 nodular —
20 HW ADPKD 61 69 98 HD — — 1.04 154.0 nodular nodular
21 IK ADPKD 55 58 35 HD — — 1.48 78.0 diffuse —
22 WN GN 49 56 87 HD — — 1.18 61.0 diffuse —
23 MD GN 48 53 64 HD — — 1.39 69.0 nodular nodular
24 AK GN 48 58 116 RTX 27.4 — 1.60 41.0 diffuse —
25 MV GN 17 32 179 HD — — 1.08 70.0 nodular —
26 L Parathyroid
cancer
— 46 — none — 1 1.71 41.0 micronodular —
27 SB Recurrent
juvenile HPT
— 19 — none — 1 1.26 11.0 diffuse —
Abbreviations are: ADPKD, autosomal dominant polycystic kidney disease; GN, glomerulonephritis; IN, interstitial nephritis; SLE, systemic lupus
erythematosus; HPT, hyperparathyroidism; HD, hemodialysis; PD, peritoneal dialysis; RTX, renal transplantation. Normal ranges for ionized calcium
and PTH are given in parentheses.
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mutations have been shown to cause a loss of calcium responsive-
ness. Mutations increasing the calcium sensitivity have been
demonstrated in autosomal dominant hypocalcemia [23] and
isolated autosomal dominant hypoparathyroidism [32]. Although
these traits are heritable in contrast to rHPT, we felt that
mutations in the CaR could be one important event rendering
rHPT non-suppressible.
A monoclonal cell population can arise as a consequence of a
somatic mutation such as point mutation, deletion, insertion, or
allelic loss of genes involved in cell cycle control or cell function.
The parathyroids of non-suppressible patients requiring para-
thyroidectomy have recently been shown to be monoclonal by
molecular genetic analysis [12, 13]. This raised the suspicion that,
at least in some patients with non-suppressible rHPT, mutations
of the CaR gene could be responsible for abnormalities in
Ca21-dependent PTH secretion.
Single-strand conformational polymorphism (SSCP) analysis is
a simple, rapid, and sensitive method to detect mutations in a
gene fragment [24, 25, 33]. Pearce et al were able to detect more
than 85% of CaR point mutations in their FHH and NSHPT
families using the SSCP method [21]. The sensitivity of the SSCP
in our study is confirmed by the finding of the “C/T” polymor-
phism at position 288 in intron 4. In case of “C” at this position
a Bse RI restriction site is created. The same polymorphism has
very recently and independently been described by Lovlie et al
using SSCP analysis in isolated autosomal dominant hypoparathy-
roidism [32].
Our SSCP analysis failed in detecting the three known poly-
morphisms in exon 6D, even when using a subfragment with
optimal size for SSCP (fragment 6D1 5 250 bp) and different
conditions for the electrophoresis. The polymorphisms could only
be detected by direct sequencing and occurred with the following
allelic frequencies: the A986S polymorphism in 70%, the G990R
in 93% and the Q1011E in 8%. This raised a question about the
sensitivity of our SSCP analysis, but in consideration of the
multitude of different possible combinations of these nucleotide
changes for homozygous and heterozygous alleles occurring close
to one another, the SSCP method might be unsuitable. Further-
more, Chou et al also did not find these polymorphisms using
RNAse A protection assay of the whole CaR gene from members
of 20 FHH kindreds [30]. Indeed, Hosokawa et al failed to do so
in analyzing exon 6D [34]. Therefore, the lack of detection seems
likely to be a problem restricted to exon 6D of the CaR gene.
Thus, we recommend that this fragment be sequenced directly for
mutational analysis.
Considering this, we cannot exclude that other possible muta-
tions might be covered in exon 6D. Furthermore, in the other
regions of the CaR gene some mutations might have gone
undetected by SSCP analysis, because of minor structural changes
or presence in very few cells of the total cell population investi-
gated. Despite these limitations of the SSCP analysis, our results
nevertheless indicate that point mutations of the coding regions of
the CaR gene generally do not occur in the parathyroids in rHPT.
Thus, we confirm earlier findings by Hosokawa et al, who ob-
served no mutations in the CaR gene in several parathyroid
tumors, including 12 patients with secondary HPT, using the
RNAse A-protection assay [34].
However, whether somatic mutations affecting the cascade of
post-transcriptional events or the signalling chain of the CaR or
whether specific suppressor or enhancer genes involved in the
regulation of cellular growth are involved in clonal parathyroid
proliferation remains to be elucidated. Recent work indicates that
the reduction in calcium sensitivity could be attributable to a
reduced expression of CaR mRNA or protein [35, 36].
It is well known that the expression [10, 11], the metabolism,
and the action [37] of VDR is altered in uremia. The influence of
calcitriol upon CaR expression is still controversial. Preliminary
analyses of the upstream region of the human CaR gene detected
no known motifs of vitamin D response elements [38]. However,
Brown et al described an up-regulation of CaR mRNA by
calcitriol in uremic rats [39] while Rogers et al [38] were unable to
detect any influence of altered Ca21 or calcitriol concentrations
upon CaR mRNA in chronic renal failure rats.
The links between the diminished expression and action of the
CaR and of the VDR in uremia are still far from being fully
understood. Mutations of the CaR itself are probably not respon-
sible for the clonal proliferation of the parathyroid cells in rHPT.
Thus, further research will have to focus upon the regulation of
CaR gene transcription and processing of the gene products.
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Fig. 3. Sequence comparison of the 5*-flanking intron region (intron 4)
in the amplification product of exon 5. One probe of each of the three
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“T,” those showing pattern II are homozygous for “C” and those showing
pattern III are heterozygous.
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APPENDIX
Abbreviations used in this article are: CaR, calcium receptor; FHH,
familial hypocalciuric hypercalcemia; MDE, mutation detection enhance-
ment; NSHPT, neonatal severe hyperparathyroidism; PCR, polymerase
chain reaction; pHPT, primary hyperparathyroidism; PTH, parathyroid
homone; PTX, parathyroidectomy; rHPT, renal hyperparathyroidism;
SSCP, single-strand conformation polymorphism; VDR, vitamin D recep-
tor.
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